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Type I errors (detecting a barrier when none were present) re uced t / .

increasing the separation between/ealred sampling sites. Inc§e?smg th‘e separation biased

the result against detecting the barrier, reducing the number of type I errors to 0 with a /{’/‘a}’
‘@9( =008 g sepafa\‘uon between sampling sites of only 1 neighborhood (Table 3). However, this came
. at the cost of increasing the time until barriers could be reliably detected to approximately
35 generations. We-found that the proportion of Type I errors-in structured populations. L
could be reduced to approximately 5%-if the-critical value of the t-test- was.increased such

~that p <0.0001 (Tables 2-and 3)..
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